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Table S1 Primer sequence for gene expression by qRT-PCR.

PCR
. GC Tm Reference
Gene Primer sequence (5’ 2 3’) o product
(%) (°C) paper
(bp)
1. Nif2 F: CAGCGACGGAAAGAGTATGA 50.0 63.0 197 Xiong et al.,
' R: TGGGCAACCTGGGAGTAG 61.1 63.8 2015 [1]
F: TGTACTTTGTCAAGGTGGATGTGA 41.7 65.4
2. hTERT 195
R: GCTGGAGGTCTGTCAAGGTAGAG 65.3 56.5
3 hTR F: TCTAACCCTAACTGAGAAGGGCGTAG 50.0 67.1 127 Gourronc et al.,
) R: GTTTGCTCTAGAATGAACGGTGGAAG 46.2 68.4 2010 [2]
F: AAGGTCATCCATGACAACTTTG 40.9 63.0
4. GAPDH 226
R: GTAGAGGCAGGGATGATGTTCT 50.0 66.0

*F = Forward primer and R = Reverse primer

Table S2 Primer sequence for relative telomere length measurement by qPCR.

GC Tm Reference
(%) (°C) paper
Telomeric F: GTTTTTGAGGGTGAGGGTGAGGGTGAGGGTGAGGGT 59 71.1

Position Primer sequence (5’ = 3’)"

t
:piznce R: TCCCGACTATCCCTATCCCTATCCCTATCCCTATCCCTA 51 68.7 Cawthon,
g 2002 [3]
3684 sene T CAGCAAGTGGGAAGGTGTAATCC 52 571

e R CCCATTCTATCATCAACGGGTACAA 44 56.0

*F = Forward primer and R = Reverse primer

Relative telomere length (RTL) is determined by a three-step calculation process including
1. T/S ratio = ACt = Ct telomeric repeat sequence ~ Cr 3684

2. AACr = ACr Experiment ~ ACr control

3. RTLratio = 2°28¢T
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